Catele_ELT93212.1 hypothetical_protein_ CAPTEDRAFT_183838_[Capitella_teleta]

0,96

Stpurp_XP_030829128.1_CUGBP_Elav-like_family_member_3-B_isoform_X21_[Strongylocentrotus_purpuratus]

Sakowa_XP_006813432.1_PREDICTED_bruno-like_protein_isoform_X1_[Saccoglossus_kowalevskii]

I' Brlanc_Celf3_BLAG19000228

1
I- Brbelc_XP_019622438.1_PREDICTED_CUGBP_Elav-like_family_member_3-A_isoform_X1_[Branchiostoma_belcheri]

Pemari_XP_032829922.1_LOW_QUALITY_PROTEIN_CUGBP_Elav-like_family_member_4_[Petromyzon_marinus]

Sccani_XP_038633441.1_CUGBP_Elav-like_family_member_5a_isoform_X1_[Scyliorhinus_canicula]

— 0,15
Hosapi_XP_006722895.1_CUGBP_Elav-like_family_member_5_isoform_X1_[Homo_sapiens]
1
1
Xetrop_NP_001090639.1_CUGBP_Elav-like_family_member_5_[Xenopus_tropicalis]
1
0,57 Dareri_XP_021322092.1_CUGBP_Elav-like_family_member_5_[Danio_rerio]
0,74 0,97
Dareri_XP_021325030.1_CUGBP_Elav-like_family_member_5_isoform_X1_[Danio_rerio]
Sccani_XP_038646587.1_CUGBP_Elav-like_family_member_4_isoform_X1_[Scyliorhinus_canicula]
0,95 Dareri_XP_009293466.1_CUGBP_Elav-like_family_member_4_isoform_X1_[Danio_rerio]
0,87
Hosapi_XP_011524381.1_CUGBP_Elav-like_family_member_4_isoform_X1_[Homo_sapiens]
0,93
Xetrop_XP_031757481.1_CUGBP_Elav-like_family_member_4_isoform_X1_[Xenopus_tropicalis]
Pemari_XP_032809566.1_CUGBP_Elav-like_family_member_3_isoform_X1_[Petromyzon_marinus]
1
Hosapi_NP_009116.3_CUGBP_Elav-like_family_member_3_isoform_1_[Homo_sapiens]
0,76
0,83
Xetrop_XP_031746315.1_CUGBP_Elav-like_family_member_3_isoform_X1_[Xenopus_tropicalis]
1
Dareri_NP_571569.2_CUGBP_Elav-like_family_member_3_[Danio_rerio]
0 0,92
Dareri_XP_021322469.1_CUGBP_Elav-like_family_member_3_[Danio_rerio]
Hosapi_NP_443072.3_CUGBP_Elav-like_family_member_6_isoform_1_[Homo_sapiens]
0,86
Dareri_XP_017207462.1_CUGBP_Elav-like_family_member_4_isoform_X1_[Danio_rerio]
— 0O, 0,83
Sccani_XP_038640039.1_CUGBP_Elav-like_family_member_4_isoform_X1_[Scyliorhinus_canicula]
0

Harore.CG.MTP2014.S5.902306.01.p

Moocci.CG.ELv1_2.5539863.920652.01.p

0,99

Ciinte_XP_026690576.1_CUGBP_Elav-like_family_member_3_isoform_X1_[Ciona_intestinalis]

0.5

Phmamm_gi|1834484439|emb|CAB3229659.1|MTP2014.5359.907762.02|_CUGBP_Elav-like_family_member_3_[Phallusia_mammillata]



